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Education and Training 

March 2018, he obtained PhD in Biotechnology and Bioscience at the University of Milano-Bicocca under the 

supervision of Luca De Gioia. The PhD thesis titled “Computational modelling of macromolecules: prediction 

of 3D structure, catalytic activity and dynamics features of proteins” is focused on computational techniques, 

in particular Quantum Mechanics and Molecular Dynamics methods, to investigate the relation between 

structure and activity of macromolecules. 

October 2013, he obtained master’s degree in biotechnology and Bioscience at the University of Milano-

Bicocca, with a degree thesis on the characterization of the hydrolytic mechanism using Density Functional 

Theory of a de novo design carbonic anhydrase under the supervision of Prof. Luca De Gioia. 

 

Employment and research experience 

Since April 2018 he has a post-doc fellowship at the Department of Biotechnology and Bioscience at 

University of Milano-Bicocca with project about using of accelerated molecular dynamics simulations to study 

the rearrangement of protein complexes involved in the pathways of DNA double strand break repair. 

The main research activity has been focused on the characterization at atomistic resolution using MD 

approach of effects of amino acid substitutions in Mre11 and Rad50 subunits of the MRX complex in S. 

Cerevisiae.   

From March 2014 to February 2015 he has a research scholarship at Associazione la Nostra Famiglia IRCCS E. 

Medea to identify functional genetic polymorphisms in genes of biomedical interest and to detect variants 

that affect human phenotypes. In this period, he developed statistical and bioinformatic tools in R-script to 

manage genomic elements annotation, sequences and positional genomic features and to keep track of 

genomic variations. 

 

Scientific Production 

The scientific activity has led to the overall production as author/coauthor of 16 articles on international peer 

reviewed journals. 

H-index (scopus) 7. 
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Teaching 

2016 – present: tutor of laboratory of General and Inorganic Chemitry 

2017 – present: tutor of laboratory of the course “Interazioni ligando-macromolecola” 

https://doi.org/10.1016/j.csbj.2020.05.013


2017 – present: tutor of laboratory of the course “Strutture e interazioni molecolari”.  
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2020 Premio Giovani Talenti dell’Università degli studi di Milano-Bicocca, Edizione 2020. (Secondo posto) 

 


